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Figure 2

HCP PCA on all genes B Hippocampus (posterior) Hippocampus (anterior)
A *
0 1O s 0]:}&-:—:” avgzscore
0.0034 O age -1 =
- 10 © young 5
9 6
g | R g @ FFos
=3 0.0004 _DuS 1
2 S pusp
N O 9| cross Uhrf1
4
~0.0034 ‘ 4 8 bxe _
x in
0 o © | — Igf2bp2
¢ [ —Mkm3
0,006 = fKIfM
-0.006 ~0.003 0.000 0.003 0,006 < | 2~ Esco2
PC1 (24.99%) g ] —Ect2
o || “Ube2c
— Draxin
3-Eomes
c _“-Top2a
CIBERSORTx Cell Fractions CIBERSORTx Cell Fractions — Depdet
(Ogrodnik et al. 2021) (Tabula Muris Senis, 2020) celitype epdcta
- é Itgax
=" — : —Lyz2
— sctoose : _~Zc3havi
an Aoty el ey z| —~Cdb
Comterduopfun axgosnarscaprecusorc o L TOnecuH
P (- xi Cdkn2a
M ormnDope e e 8 roge-tcn i [ £
] NechPrase aoentymatent a —Ctse
— S 3 - Fbw1s
brain percyt -Cdz22
e J [ cO8 positve. aipha beta T cell _\‘53”4
L rrabsebeel
endothelial cell
p——— [ ] macrophage
= e L O -
| 0004 cel

FIsisisisy FIi58788757 T

o Wi
oLp YOUNG oLD YOUNG ..,1 =1s
21

2

POSITIVE REGULATION OF CYTOKINE PRODUCTION ADAPTIVE IMMUNE RESPONSE
D Old vs Young, NES= 1.7, adj Old vs Young, NES= 1.7, adjp-value=0
0 6: N7 .~ S S S I~ —
§ Enr. - g 0.50 Enr. -
w 1]

Immune Response / ¢ oz T

. E 000 g 000

Inflammation o B

w 050 ‘S 050
0 10000 20000 30000 0 10000 20000 30000
Gene Rank Gene Rank
POSITIVE REGULATION OF CELL CYCLE POSITIVE REGULATION OF CELL DIVISION
0ld vs Young, NES= -1.56, adjp-value=0 Old vs Young, NES= -1.61, adjp-value=0.01
0.0 = ' 4 L4k 5l . B 0.0 -.&A«{»»: ~~~~~~~~~ A‘ ------- “-».‘.._]L.
® Enr. ® Enr.
‘g 021 050 ‘§ 021 050
€ 025 ] 025
Cell Cycle 5. o E04] -
g 025 g 061 028
w-06q os ¥ 050
| B O e et SRt < R e e e e T e oy
0 10000 20000 30000 0 10000 20000 30000
Gene Rank Gene Rank
REGULATION OF NEURON DIFFERENTIATION FOREBRAIN DEVELOPMENT
0Old vs Young, NES= -1.52, adjp-value=0.01 Old vs Young, NES= -1.45, adjp-value=0.01
00 ML o 4 - 0.0 : ; w -
E
§ Enr. - ‘§ i 050
-0.21 0.2 %
= 025 g
- ]
€ .04 0.00 044
Neurodevelopment g, i ot
‘é 025 § 225
£
W-061 o0 08 et
3 10000 20000 30000 0 10000 20000 30000
Gene Rank Gene Rank
CELL-CELL SIGNALING BY WNT REGULATION OF NOCTH SIGNALING
Old vs Young, NES= -1.44, adjp-value=0.01
0.0 - -
® Enr o Enr.
§ 050 § g 050
. . « -0.24 »

Cell signalling z - o
£ 000 € 000
£ .044 8K
g 02 € 025
w w

050 050
061
[ 10000 20000 30000 [} 10000 20000 30000

Rank Gene Rank



Supplementary
Figure 3 HCP LUNG
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Figure 4
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Supplementary
Figure 5
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Supplementary Figure 6
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